The relationship between serotypes and biotypes of 505 carriage strains of Haemophilus influenzae isolated from the upper respiratory tracts of well children, children with pneumonia, and healthy adults was studied. All except serotype c were significantly associated with one or two specific biotypes (P < 0.001 (3, 4, 6, 8, 13, 14, 17, 20, 21) . Biochemical profiling developed by Kilian (10) has provided a useful epidemiological marker which has enabled invasive, nonserotypable H. influenzae strains to be both differentiated and related to coexisting carriage in the upper respiratory tract and elsewhere (3, 6, 13, 14, 20, 21 
Few data are available on either the relationship between biotypes and serotypes of Haemophilus influenzae isolated from the upper respiratory tracts of children and adults or the distribution of biotypes among nonserotypable strains by source of isolation. In reports in which biochemical profiles and capsular antigens have been compared, the sample size, apart from serotype b, has been too small to provide statistically meaningful results (1, 9, 15, 18, 19) . Kilian (10) and Kilian and Frederiksen (11) have biotyped 296 encapsulated clinical isolates, but type b strains predominated and constituted over 80% of the total sample. Systemic infections caused by nonencapsulated H. influenzae strains and serotypes other than b are common in both children and adults (3, 4, 6, 8, 13, 14, 17, 20, 21) . Biochemical profiling developed by Kilian (10) has provided a useful epidemiological marker which has enabled invasive, nonserotypable H. influenzae strains to be both differentiated and related to coexisting carriage in the upper respiratory tract and elsewhere (3, 6, 13, 14, 20, 21 Kilian and Frederiksen (11) and Kamme (9) , but respiratory strains of this serotype in Papua New Guinea are found in both biotypes I and IV. The biotypes of smaller numbers of types d, e, and f strains published earlier by Kilian (10) 
